www.nature.com/scientificreports www.nature.com/scientificreports/ Figure 1. Heat map showing the status of functional eubacteria in different groups in tested subjects. (a) Heat map for total OMBS diversity players observed by frc-gene sequence analysis, and (b,c) reflects the Butyrate (known-SCFA) producer observed by but-and buk-gene sequence analysis respectively. Only presence-absence data represented here whereas the OMBS diversity data has been adopted from Suryavanshi et al.
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